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A. - Basic sdieme for positional SBH 
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Reading an extra target base by 3' extension of the probe 
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Positional infonnation from ratio of internal label (•) to extension label C). A 

S label could also be used. 
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Chain Terminator. 
SEQUENCE 
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Four color analysis of sequence extenaon of the 3* end of 
the probe. Labd intensity shown does not mdude contribution 
from the 3' terminator. 

» Plus additional possible residues 
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Extension of tiie probe by ligation of a blocked pentanudeotide. 
The pentanudeotide is 3'-blod:ed to prevent polymerization. 
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